A Table. Settings used for MS/MS analyses on the Waters UHPLC-qTOF Synapt G1 qTOF-MS system.
B Table. Data pre-processing steps for construction of volcano plots. Table. (A) The quality of the computed PCA models described as the cumulative modelled variation in X matrix, R 2 X (cum), and the cross validated predictive ability values, Q 2 (cum). If the values for R 2 X (cum) and Q 2 (cum) are close to 1.0, it indicates that the predictability of the model is statistically reliable (Mavel et al., 2013) . Models were generated using SIMCA-P ver. 12 software. (B) OPLS-DA modeling of Control and LPS-treated samples was performed and analysis of variance testing of cross-validated predictive residuals (CV-ANOVA), a diagnostic tool, was used to assess the reliability of the obtained OPLS models (SIMCA-P-ver. 12 software). p-value threshold 0.001 * Volcano plots were constructed by plotting the negative log10 of the p-value on the Y-axis. Consequently, datapoints with low p-values (highly significant) appear toward the top of the plot. The X-axis represents the log2 of the fold change between the LPS-treated and control, so that changes in both directions appear equidistant from the center. Two regions of interest are then apparent in the plot: those points that are found toward the top of the plot that are far to either the left-or the right-hand side. These represent signatory biomarkers that display large magnitude fold changes (being left-or right-of center) as well as high statistical significance (being toward the top). Supporting Information -File S1
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C Table. (A) The quality of the computed PCA models described as the cumulative modelled variation in X matrix, R 2 X (cum), and the cross validated predictive ability values, Q 2 (cum). If the values for R 2 X (cum) and Q 2 (cum) are close to 1.0, it indicates that the predictability of the model is statistically reliable (Mavel et al., 2013) . Models were generated using SIMCA-P ver. 12 software. 
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